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he Evoltree Project

dltree is & large EU-funded network of excellence launched in aprl 2006 to analyze the impacts of climate change on forest ecosysterns from an evalutionary
spective

nificance in order to evaluate the contribution they make to the evalution of tree species and tree communities.

he SSR Database

A BETTER UNDERSTAMDING OF THE EVOLUTIONARY history of forest trees can help us to predict how they might respond
rain jpgto climate change. Forests are complex ecosysterms and subsequently forest research needs to apply different
approaches to gain a hetter understanding of how they function. The European forest research community has carried oot
rurnerous important studies on forest biodiversity. Howewer, many institutes maintain overlapping research infrastructures and
often carry out similare studies without coordination

EWOLTREE WILL LAST FOUR YEARS and will create a Network of Excellence to integrate European research infrastructures
and resources to study the adaptive capacity of tree species using sophisticated methods, and to engage the scientific
carmrmunity into a dialogue with policy-rmakers and other stakeholders

- EVOLTREE METWORK INVOLVES 25 RESEARCH GROUPS from 15 European countries that are warking together to identify and study genes of adaptive

= 55R database allows to store the large guantity of microsatellites or single sequence repeats (S5Rs) being developed within the Evoltree Netwark of

cellence, or developed by other partner's projects.
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L. Organization and technical information

1. Technical information

The web interface of the SSR Database has been developed in Ruby on Rails and tested on Mozilla
Firefox. The database system management used is PostgreSQL (8.1.x).

2. SSR Database organization

a. Authentication page
You must be connected to access to the database. Login and password are delivered by the database
administrator on demand (audrey@pierroton.inra.fr).

Home page | View data | Import Data | log out

SSR Database

| Please authenticate you |

Welcome

Please authenticate you

* = required fields

Figure 1: login page

b. Home page
The home page contains an abstract on the Evoltree Project, which involves the SSR database. A

frame on the right announces the last modifications concerning the database. A link is also proposed
to contact the database administrator in case.

&1 INRA

evoltreg |

Home page | View data log out

'SSR Database

Import Data February Monday, 15 2010

Home

The Evoltree Project

Evoltree is 3 large EU-funded network of excellence launched in spril 2006 to analyze the impacts of climate change on forest eco from an

A BETTER UNDERSTANDING OF THE EVOLUTIONARY history of forest trees can help us to predict how they might respond main.jpgto elimate change, Forests are complex ecosystems
and subsequently farest research needs ta apply different appreaches ta gain a better understanding of how they function, The European forest research community has carried out
numerous important studies on forest biodiversity. However, many institutes maintain averiapping research infrastructures and often carry out similare studies without coardination

EVOLTREE WILL LAST FOUR YEARS and will create a Network of Excellence ta integrate European research infrastructures and resources to study the adaptive capacity of tree species
using sophisticated methads, and to engage the scientfic community into a dialogue with policy-makers and cther stakeholders

THE EVOLTREE NETWORK INVOLVES 25 RESEARCH GROUPS from 15 European countries that are working together to identfy and study genes of adaptive signficance in arder to
evaluate the contribution they make to the evolution of tree species and tree communities,

The SSR Database

The 55R database allows to stare the large quantity of microsatellites or single sequence repeats (55s) being developed within the Evoltree Network of Excellence. or developed by other partner's projects

Figure 2: home page
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c. Importation, Viewer, Logout
Those functions are accessible from the navigation bar.

IL. Functionalities

1. View data

Home page | View data | Import Data | Tutorial | Administration | Contact | log out

SSR Database

Data Viewer

Advanced Search

Your assemblies

Reference species [-an-

~| Assembly version

Date of creation

Assembly version SSR_Evoltree_Pierraton v 95R Evoltree Pieroton
Tested species [-an- el

2010-05-19 09:49:23 UTC || see all markers

aiide
manonucleotide
dinucleotide
tinuczatide

Repeat class tetranuclsoticie
pentanucleotide
hexanucleotide

sst_grabur_sigenagconti_Ueno

2010-05-26 12:61:.04 UTC || see all markers

et
undsfined
compound
Motif class imperect
undefined
Motif short ]
Motif length ‘

\
Annotation [
\

International accession D

Figure 3 : The "Viewer"

The data displaying is accessible from the navigation bar. On this page (see Figure 3), the user can

display all markers contained in an assembly which has been inserted by himself: those assemblies

are listed in a table.

vour assemblies
Assembly version

Date of creation

assembly wversionl

2010-01-20 14:58:22 UTC

see all markers

assembly version2

2010-01-25 10:52:03 UTC

see all markers

assembly_version3

2010-01-27 15:26:18 UTC

see all markers

The user can search on the entire database, in the existing
assemblies with a search form. The following fields must be

completed:

- Referenced species: the species on which the marker

was developed

- Tested species: the species of interest. The search can
be done for one species or for all the species.

4

Figure 5: assemblies display
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Figure 4: Search form

Advanced Search

Reference zpecies |*AH* Vl
Assembly version |ESSF’LE\ID\|!’987P\E"D(DH Vl
Tested species |-AH- V|
mononucleatide
mononucleatide
dinucleotide
trinuclectide
Repeat class tetranuclectide

pentanuclectide
hexanucleotide

mixed
undefined
compound
hotif class imparfect
undefined
Molif short [
Motif length |
Annatation : |

International accession ID
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- Assembly version: Assembly name.

- Repeat class: can be mono, di, tri, tetra, penta or hexanucleotides.
- Motif class: Motif can be compound, perfect or imperfect.

The display of the search results or of all markers of an assembly is the same: the markers are listed
in a table with all disposable information.

Home page | View data | ImportData | Tutorial | Administration | Centact | log out

SSR Database

Data Viewer

™" Repeat Repeat Motif Motif
Bl e ot string short g Forward primer

aiteasat avieasat undefined undefined COACCOARACTATGOOETTTATE SAATECOET]

aiteasan aitasa undatined undsfined CCACCCARACCATGCCETTTATE caaTCCCET]

aiteasat aiieasat undefined undsfined CCACCCARACCATGOCETTTATE GRATCCCET]

aiteasan aiteasa undefined undefined CCACCCARACCATGCCETTTATE casTCCCeT

bi1za1ea bi1zates undefined undained | AGIREV COTTEOTGRACTOATTORAGAS GRABACAGA

* | itzz1en bit28129 bize1s0 undefined undsfined || AGREV CETTERTEAACTGATTEARGAS GABACAGA

bi136774 bi13677a bi1zETTa undefined undefined | A6 CCTTCTTTOGAACCTEACARAD TTGCAGAD

Figure 6: marker's display

2. Exportation

The export is made at the level of the data’s display. When the search result is displayed, a button
“export” appears under the table (Figure 7). By clicking on it, you will be redirected to a page with a
link to download the file (Figure 8).

Home page | View data | Import Data | Tuterial | Administration |

SSR Database

Click on this link to download the file: export_1_Poplart 2002010135329, cay

rt

Figure 7: export button

Figure 8: link to download

3. Data insertion

“w.n

Data are imported in the database with an importation file in a CSV format (separator “;”). The access
to the importation function is done by clicking on Import Data in the navigation bar. An excel
template is disposable to downloading. It’s important to save the importation file in the CSV format.
The importation is done with a form. The name of the assembly must be filled in the field Assembly
version.
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Warning: this name is unique. To insert markers in an existing assembly, it’s important to respect the
spelling and the case. An automatic completion helps to fill this field.

Home page | View data | Import Data | log out

SSR Database

Data Importation

Assembly version : [ascwww2155_2010 |
Select the file to import : [fhomefaudrey/PROJET_SSRy
walidate the file i

Figure 9: Importation form

Then the file (CSV FILE!!) to import is selected, and it can be validated or not before importation by
ticking the option: “validate the file”. This validation is fully recommended before the importation.

Anyway, if the file is incorrect, the importation won’t be done and this will be notified by a warning
message (Figure 11).

Home page | View data | Import Data | log out

SSR Database

File to validate
File Ok

Validation complete

import_directly

Figure 10: correct file

Home page | View data | Import Data | log out

SSR Database

File to validate

Warning

line : 3

error on motif class : perect don't exist
Your file won't be inserted

Validation complete

import_directly

Figure 11: incorrect file
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File imported

Mo populations inserted
Total marker inserted : 185

Mo marker updated

cantinue

Figure 12: importation complete

File not imported

Please check your file by choosing the option "validate the file"

continue

Figure 13: aborted importation

. FAQ

The exportation failed while my files were validated:

- Check if you filled the “species_ref” column

- Ifyou filled the “publication_author” column, the “publication_title” must be filled too
- The column separator is “;”
- The file must be a CSV file

- Thefirst line of the template describes the columns; don’t keep it in your CSV file.
Informations concerning tested populations have not been inserted:

- Checkif you filled the “population_ident” and the “population_type” columns.

X
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